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<212> DNA 

<213> Mus musculus 



<400> 1 
aggtgatttg 


cagcggtgag 


gaaaaaacca 


gacccgaccg 


aggaatcgtt 


ctgcaaatcc 


60 


aggtgtacac 


ctctgaagaa 


agatgatgtg 


tcagaaattc 


tatgtggttt 


tgttacactg 


120 


ggaatttctt 


tatgtgatag 


ctgcacttaa 


cctggcatat 


ccaatctctc 


cctggaaatt 


180 


taagttgttt 


tgtggaccac 


cgaacacaac 


cgatgactcc 


tttctctcac 


ctgctggagc 


240 


cccaaacaat 


gcctcggctt 


tgaagggggc 


ttctgaagca 


attgttgaag 


Gtaaatttaa 


300 


ttcaagtggt 


atctacgttc 


ctgagttatc 


caaaacagtc 


ttccactgtt 


gctttgggaa 


360 


tgagcaaggt 


caaaactgct 


ctgcactcac 


agacaacact 


gaagggaaga 


cactggcttc 


420 


agtagtgaag 


gcttcagttt 


ttcgccagct 


aggtgtaaac 


tgggacatag 


agtgctggat 


480 


gaaaggggac 


ttgacattaa 


tcatctgtca 


tatggagcca 


ttacctaaga 


accccttcaa 


540 


gaattatgac 


tctaaggtcc 


atcttttata 


tgatctgcct 


gaagtcatag 


atgattcgcc 


600 


tctgccccca 


ctgaaagaca 


gctttcagac 


tgtccaatgc 


aactgcagtc 


ttcggggatg 


660 


tgaatgtcat 


gtgccggtac 


ccagagccaa 


actcaactac 


gctcttctga 


tgtatttgga 


720 


aatcacatct 


gccggtgtga 


gttttcagtc 


acctctgatg 


tcactgcagc 


ccatgcttgt 


780 


tgtgaaaccc 


gatccaccct 


taggtttgca 


tatggaagtc 


acagatgatg 


gtaatttaaa 


840 


gatttcttgg 


gacagccaaa 


caatggcacc 


atttccgctt 


caatatcagg 


tgaaatattt 


900 



1-PH/148969U 



agagaattct 


acaattgtaa 


gagaggctgc 


tgaaattgtc 


tcagctacat 


ctctgctggt 


960 


agacagtgtg 


cttcctggat 


cttcatatga 


ggtccaggtg 


aggagcaaga 


gactggatgg 


1020 


ttcaggagtc 


tggagtgact 


ggagttcacc 


tcaagtcttt 


accacacaag 


atgttgtgta 


1080 


ttttccaccc 


aaaattctga 


ctagtgttgg 


atcgaatgct 


tcttttcatt 


gcatctacaa 


1140 


aaacgaaaac 


cagattatct 


cctcaaaaca 


gatagtttgg 


tggaggaatc 


tagctgagaa 


1200 


aatccctgag 


atacagtaca 


gcattgtgag 


tgaccgagtt 


agcaaagtta 


ccttctccaa 


1260 


cctgaaagcc 


accagacctc 


gagggaagtt 


tacctatgac 


gcagtgtact 


gctgcaatga 


1320 


gcaggcgtgc 


catcaccgct 


atgctgaatt 


atacgtgatc 


gatgtcaata 


tcaatatatc 


1380 


atgtgaaact 


gacgggtact 


taactaaaat 


gacttgcaga 


tggtcaccca 


gcacaatcca 


1440 


atcactagtg 


ggaagcactg 


tgcagctgag 


gtatcacagg 


cgcagcctgt 


attgtcctga 


1500 


tagtccatct 


attcatccta 


cgtctgagcc 


caaaaactgc 


gtcttacaga 


gagacggctt 


1560 


ttatgaatgt 


gttttccagc 


caatctttct 


attatctggc 


tatacaatgt 


ggatcaggat 


1620 


caaccattct 


ttaggttcac 


ttgactcgcc 


accaacgtgt 


gtccttcctg 


actccgtagt 


1680 


aaaaccacta 


cctccatcta 


acgtaaaagc 


agagattact 


gtaaacactg 


gattattgaa 


1740 


agtatcttgg 


gaaaagccag 


tctttccgga 


gaataacctt 


caattccaga 


ttcgatatgg 


1800 


cttaagtgga 


aaagaaatac 


aatggaagac 


acatgaggta 


ttcgatgcaa 


agtcaaagtc 


1860 


tgccagcctg 


ctggtgtcag 


acctctgtgc 


agtctatgtg 


gtccaggttc 


gctgccggcg 


1920 


gttggatgga 


ctaggatatt 


ggagtaattg 


gagcagtcca 


gcctatacgc 


ttgtcatgga 


1980 


tgtaaaagtt 


cctatgagag 


ggcctgaatt 


ttggagaaaa 


atggatgggg 


acgttactaa 


2040 


aaaggagaga 


aatgtcacct 


tgctttggaa 


gcccctgacg 


aaaaatgact 


cactgtgtag 


2100 


tgtgaggagg 


tacgtggtga 


agcatcgtac 


tgcccacaat 


gggacgtggt 


cagaagatgt 


2160 


gggaaatcgg 


accaatctca 


ctttcctgtg 


gacagaacca 


gcgcacactg 


ttacagttct 


2220 


ggctgtcaat 


tccctcggcg 


cttcccttgt 


gaattttaac 


cttaccttct 


catggcccat 


2280 


gagtaaagtg 


agtgctgtgg 


agtcactcag 


tgcttatccc 


ctgagcagca 


gctgtgtcat 


2340 


cctttcctgg 


acactgtcac 


ctgatgatta 


tagtctgtta 


tatctggtta 


ttgaatggaa 


2400 


gatccttaat 


gaagatgatg 


gaatgaagtg 


gcttagaatt 


ccctcgaatg 


ttaaaaagtt 


2460 


ttatatccac 


gataatttta 


ttcccatcga 


gaaatatcag 


tttagtcttt 


acccagtatt 


2520 


tatggaagga 


gttggaaaac 


caaagataat 


taatggtttc 


accaaagatg 


ctatcgacaa 


2580 


gcagcagaat 


gacgcagggc 


tgtatgtcat 


tgtacccata 


attatttcct 


cttgtgtcct 


2640 
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actgctcgga 


acactgttaa 


tttcacacca 


gagaatgaaa 


aagttgtttt 


gggacgatgt 


2700 


tccaaacccc 


aagaattgtt 


cctgggcaca 


aggactgaat 


ttccaaaagc 


ctgaaacatt 


2760 


tgagcatctt 


tttaccaagc 


acgcagaatc 


agtgatattt 


ggtcctcttc 


ttctggagcc 


2820 


tgaacccatt 


tcagaagaaa 


tcagtgtcga 


tacagcttgg 


aaaaataaag 


atgagatggt 


2880 


cccagcagct 


atggtctccc 


ttcttttgac 


cacaccagac 


cctgaaagca 


gttctatttg 


2940 


tattagtgac 


cagtgtaaca 


gtgctaactt 


ctctgggtct 


cagagcaccc 


aggtaacctg 


3000 


tgaggatgag 


tgtcagagac 


aaccctcagt 


taaatatgca 


actctggtca 


gcaacgataa 


3060 


actagtggaa 


actgatgaag 


agcaagggtt 


tatccatagt 


cctgtcagca 


actgcatctc 


3120 


cagtaatcat 


tccccactga 


ggcagtcttt 


ctctagcagc 


tcctgggaga 


cagaggccca 


3180 


gacatttttc 


cttttatcag 


accagcaacc 


caccatgatt 


tcaccacaac 


tttcattctc 


3240 


ggggttggat 


gagcttttgg 


aactggaggg 


aagttttcct 


gaagaaaatc 


acagggagaa 


3300 


gtctgtctgt 


tatctaggag 


tcacctccgt 


caacagaaga 


gagagtggtg 


tgcttttgac 


3360 


tggtgaggca 


ggaatcctgt 


gcacattccc 


agcccagtgt 


ctgttcagtg 


acatcaggat 


3420 


cctccaggag 


agatgctcac 


actttgtaga 


aaataatttg 


agtttaggga 


cctctggtga 


3480 


gaactttgta 


ccttacatgc 


cccaatttca 


aacctgttcc 


acgcacagtc 


acaagataat 


3540 


ggagaataag 


atgtgtgact 


taactgtgta 


atctcatcca 


agaagcctca 


aggttccatt 


3600 


ccagtagagc 


ctgtcatgta 


taatgtgttc 


ttttattgtt 


gtgggtggga 


gagaga 


3656 



<210> 2 

<211> 1162 

<212> PRT 

<213> Mus musculus 

<400> 2 

Met Met Cys Gin Lys Phe Tyr Val Val Leu Leu His Trp Glu Phe Leu 
15 10 15 

Tyr Val lie Ala Ala Leu Asn Leu Ala Tyr Pro lie Ser Pro Trp Lys 
20 25 30 

Phe Lys Leu Phe Cys Gly Pro Pro Asn Thr Thr Asp Asp Ser Phe Leu 
35 40 45 

Ser Pro Ala Gly Ala Pro Asn Asn Ala Ser Ala Leu Lys Gly Ala Ser 
50 55 60 
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Glu Ala lie Val Glu Ala Lys Phe Asn Ser Ser Gly lie Tyr Val Pro 
65 70 75 80 



Glu Leu Ser Lys Thr Val Phe His Cys Cys Phe Gly Asn Glu Gin Gly 
85 90 95 



Gin Asn Cys Ser Ala Leu Thr Asp Asn Thr Glu Gly Lys Thr Leu Ala 
100 105 110 



Ser Val Val Lys Ala Ser Val Phe Arg Gin Leu Gly Val Asn Trp Asp 
115 120 125 



lie Glu Cys Trp Met Lys Gly Asp Leu Thr Leu lie lie Cys His Met 
130 135 140 



Glu Pro Leu Pro Lys Asn Pro Phe Lys Asn Tyr Asp Ser Lys Val His 
145 150 155 160 



Leu Leu Tyr Asp Leu Pro Glu Val lie Asp Asp Ser Pro Leu Pro Pro 
165 170 175 



Leu Lys Asp Ser Phe Gin Thr Val Gin Cys Asn Cys Ser Leu Arg Gly 
180 185 190 



Cys Glu Cys His Val Pro Val Pro Arg Ala Lys Leu Asn Tyr Ala Leu 
195 200 205 



Leu Met Tyr Leu Glu lie Thr Ser Ala Gly Val Ser Phe Gin Ser Pro 
210 215 220 



Leu Met Ser Leu Gin Pro Met Leu Val Val Lys Pro Asp Pro Pro Leu 
225 230 235 240 



Gly Leu His Met Glu Val Thr Asp Asp Gly Asn Leu Lys lie Ser Trp 
245 250 255 



Asp Ser Gin Thr Met Ala Pro Phe Pro Leu Gin Tyr Gin Val Lys Tyr 
260 265 270 



Leu Glu Asn Ser Thr lie Val Arg Glu Ala Ala Glu lie Val Ser Ala 
275 280 285 
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Thr Ser Leu Leu Val Asp Ser Val Leu Pro Gly Ser Ser Tyr Glu Val 
290 295 300 



Gin Val Arg Ser Lys Arg Leu Asp Gly Ser Gly Val Trp Ser Asp Trp 
305 310 315 320 



Ser Ser Pro Gin Val Phe Thr Thr Gin Asp Val Val Tyr Phe Pro Pro 
325 330 335 



Lys lie Leu Thr Ser Val Gly Ser Asn Ala Ser Phe His Cys lie Tyr 
340 345 350 



Lys Asn Glu Asn Gin lie lie Ser Ser Lys Gin lie Val Trp Trp Arg 
355 360 365 



Asn Leu Ala Glu Lys lie Pro Glu lie Gin Tyr Ser lie Val Ser Asp 
370 375 380 



Arg Val Ser Lys Val Thr Phe Ser Asn Leu Lys Ala Thr Arg Pro Arg 
385 390 395 400 



Gly Lys Phe Thr Tyr Asp Ala Val Tyr Cys Cys Asn Glu Gin Ala Cys 
405 410 415 



His His Arg Tyr Ala Glu Leu Tyr Val lie Asp Val Asn lie Asn lie 
420 425 430 



Ser Cys Glu Thr Asp Gly Tyr Leu Thr Lys Met Thr Cys Arg Trp Ser 
435 440 445 



Pro Ser Thr lie Gin Ser Leu Val Gly Ser Thr Val Gin Leu Arg Tyr 
450 455 460 



His Arg Arg Ser Leu Tyr Cys Pro Asp Ser Pro Ser lie His Pro Thr 
465 470 475 480 



Ser Glu Pro Lys Asn Cys Val Leu Gin Arg Asp Gly Phe Tyr Glu Cys 
485 490 495 



Val Phe Gin Pro lie Phe Leu Leu Ser Gly Tyr Thr Met Trp lie Arg 
500 505 510 
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lie Asn His Ser Leu Gly Ser Leu Asp Ser Pro Pro Thr Cys Val Leu 
515 520 525 



Pro Asp Ser Val Val Lys Pro Leu Pro Pro Ser Asn Val Lys Ala Glu 
530 535 540 



lie Thr Val Asn Thr Gly Leu Leu Lys Val Ser Trp Glu Lys Pro Val 
545 550 555 560 



Phe Pro Glu Asn Asn Leu Gin Phe Gin lie Arg Tyr Gly Leu Ser Gly 
565 570 575 



Lys Glu lie Gin Trp Lys Thr His Glu Val Phe Asp Ala Lys Ser Lys 
580 585 590 



Ser Ala Ser Leu Leu Val Ser Asp Leu Cys Ala Val Tyr Val Val Gin 
595 600 605 



Val Arg Cys Arg Arg Leu Asp Gly Leu Gly Tyr Trp Ser Asn Trp Ser 
610 615 620 



Ser Pro Ala Tyr Thr Leu Val Met Asp Val Lys Val Pro Met Arg Gly 
625 630 635 640 



Pro Glu Phe Trp Arg Lys Met Asp Gly Asp Val Thr Lys Lys Glu Arg 
645 650 655 



Asn Val Thr Leu Leu Trp Lys Pro Leu Thr Lys Asn Asp Ser Leu Cys 
660 665 670 



Ser Val Arg Arg Tyr Val Val Lys His Arg Thr Ala His Asn Gly Thr 
675 680 685 



Trp Ser Glu Asp Val Gly Asn Arg Thr Asn Leu Thr Phe Leu Trp Thr 
690 695 700 



Glu Pro Ala His Thr Val Thr Val Leu Ala Val Asn Ser Leu Gly Ala 
705 710 715 720 



Ser Leu Val Asn Phe Asn Leu Thr Phe Ser Trp Pro Met Ser Lys Val 
725 730 735 



Ser Ala Val Glu Ser Leu Ser Ala Tyr Pro Leu Ser Ser Ser Cys Val 
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740 745 750 



lie Leu Ser Trp Thr Leu Ser Pro Asp Asp Tyr Ser Leu Leu Tyr Leu 
755 760 765 



Val lie Glu Trp Lys lie Leu Asn Glu Asp Asp Gly Met Lys Trp Leu 
770 775 780 



Arg lie Pro Ser Asn Val Lys Lys Phe Tyr lie His Asp Asn Phe lie 
785 790 795 800 



Pro lie Glu Lys Tyr Gin Phe Ser Leu Tyr Pro Val Phe Met Glu Gly 
805 810 815 



Val Gly Lys Pro Lys lie lie Asn Gly Phe Thr Lys Asp Ala lie Asp 
820 , 825 830 



Lys Gin Gin Asn Asp Ala Gly Leu Tyr Val lie Val Pro lie lie lie 
835 840 845 



Ser Ser Cys Val Leu Leu Leu Gly Thr Leu Leu lie Ser His Gin Arg 
850 855 860 



Met Lys Lys Leu Phe Trp Asp Asp Val Pro Asn Pro Lys Asn Cys Ser 
865 870 875 880 



Trp Ala Gin Gly Leu Asn Phe Gin Lys Pro Glu Thr Phe Glu His Leu 
885 890 895 



Phe Thr Lys His Ala Glu Ser Val lie Phe Gly Pro Leu Leu Leu Glu 
900 905 910 



Pro Glu Pro lie Ser Glu Glu lie Ser Val Asp Thr Ala Trp Lys Asn 
915 920 925 



Lys Asp Glu Met Val Pro Ala Ala Met Val Ser Leu Leu Leu Thr Thr 
930 935 940 



Pro Asp Pro Glu Ser Ser Ser lie Cys lie Ser Asp Gin Cys Asn Ser 
945 950 955 960 



Ala Asn Phe Ser Gly Ser Gin Ser Thr Gin Val Thr Cys Glu Asp Glu 
965 970 975 
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Cys Gin Arg Gin Pro Ser Val Lys Tyr Ala Thr Leu Val Ser Asn Asp 
980 985 990 



Lys Leu Val Glu Thr Asp Glu Glu Gin Gly Phe lie His Ser Pro Val 
995 1000 1005 



Ser Asn Cys lie Ser Ser Asn His Ser Pro Leu Arg Gin Ser Phe 
1010 1015 1020 



Ser Ser Ser Ser Trp Glu Thr Glu Ala Gin Thr Phe Phe Leu Leu 
1025 1030 1035 



Ser Asp Gin Gin Pro Thr Met lie Ser Pro Gin Leu Ser Phe Ser 
1040 1045 1050 



Gly Leu Asp Glu Leu Leu Glu Leu Glu Gly Ser Phe Pro Glu Glu 
1055 1060 1065 



Asn His Arg Glu Lys Ser Val Cys Tyr Leu Gly Val Thr Ser Val 
1070 1075 1080 



Asn Arg Arg Glu Ser Gly Val Leu Leu Thr Gly Glu Ala Gly lie 
1085 1090 1095 



Leu Cys Thr Phe Pro Ala Gin Cys Leu Phe Ser Asp lie Arg lie 
1100 1105 1110 



Leu Gin Glu Arg Cys Ser His Phe Val Glu Asn Asn Leu Ser Leu 
1115 1120 1125 



Gly Thr Ser Gly Glu Asn Phe Val Pro Tyr Met Pro Gin Phe Gin 
1130 1135 1140 



Thr Cys Ser Thr His Ser His Lys lie Met Glu Asn Lys Met Cys 
1145 1150 1155 



Asp Leu Thr Val 
1160 



<210> 3 
<211> 539 
<212> DNA 
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<213> Rattus norvegicus 
<400> 3 

ccaagaagaa gaagacccca gcgaggaaaa tgtgctggag acccctgtgc cggttcctgt 60 

ggctttggtc ctatctgtcc tatgttcaag ctgtgcctat ccacaaagtc caggatgaca 120 

ccaaaaccct catcaagacc attgtcacca ggatcaatga catttcacac acgcagtcgg 180 

tatccgccag gcagagggtc accggtttgg acttcattcc cgggcttcac cccattctga 240 

gtttgtccaa gatggaccag accctggcag tctatcaaca gatcctcacc agcttgcctt 300 

cccaaaacgt gctgcagata gctcatgacc tggagaacct gcgagacctc ctccatctgc 360 

tggccttctc caagagctgc tccctgccgc agacccgtgg cctgcagaag ccagagagcc 42 0 

tggatggcgt cctggaagcc tcgctctact ccacagaggt ggtggctctg agcaggctgc 480 

agggctctct gcaggacatt cttcaacagt tggaccttag ccctgaatgc tgaggtttc 53 9 



<210> 4 
<211> 167 
<212> PRT 

<213> Rattus norvegicus 
<400> 4 

Met Cys Trp Arg Pro Leu Cys Arg Phe Leu Trp Leu Trp Ser Tyr Leu 
15 10 15 



Ser Tyr Val Gin Ala Val Pro lie His Lys Val Gin Asp Asp Thr Lys 
20 25 30 



Thr Leu lie Lys Thr lie Val Thr Arg lie Asn Asp lie Ser His Thr 
35 40 45 



Gin Ser Val Ser Ala Arg Gin Arg Val Thr Gly Leu Asp Phe lie Pro 
50 55 60 



Gly Leu His Pro lie Leu Ser Leu Ser Lys Met Asp Gin Thr Leu Ala 
65 70 75 80 



Val Tyr Gin Gin lie Leu Thr Ser Leu Pro Ser Gin Asn Val Leu Gin 
85 90 95 



lie Ala His Asp Leu Glu Asn Leu Arg Asp Leu Leu His Leu Leu Ala 
100 105 110 
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Phe Ser Lys Ser Cys Ser Leu Pro Gin Thr Arg Gly Leu Gin Lys Pro 
115 120 125 

Glu Ser Leu Asp Gly Val Leu Glu Ala Ser Leu Tyr Ser Thr Glu Val 
130 135 140 

Val Ala Leu Ser Arg Leu Gin Gly Ser Leu Gin Asp lie Leu Gin Gin 
145 150 155 160 

Leu Asp Leu Ser Pro Glu Cys 
165 

<210> 5 
<211> 3650 
<212> DNA 

<213> Rattus norvegicus 



<400> 5 



tggggcaatt 


gggctgacct 


ttcttatgct 


gggatgtgcc 


ttggaggact 


atgggtgtct 


60 


atctctgaag 


taagatgacg 


tgtcagaaat 


tctatgtggt 


tttgttacac 


tgggaatttc 


120 


tgtatgtgat 


aactgcactt 


aacctggcct 


atccaacctc 


tccctggaga 


tttaagctgt 


180 


tttatacacc 


accaaataca 


actgatgact 


cct ttctctc 


t cctgctgga 


gtcccaaaca 


240 


atacttcgtc 


tttgaagggg 


gcttctgaag 


cacttgttga 


agctaaattt 


aattcaactg 


300 


gtatctacgt 


ttctgagtta 


tccaaaacca 


ttttccactg 


ttgctttggg 


aatgagcaag 


360 


gtcaaaactg 


ctccgcactc 


acaggcaaca 


ctgaagggaa 


gacgctggct 


tcagtggtga 


420 


agcctttagt 


tttccgccaa 


ctaggtgtaa 


actgggacat 


agagtgctgg 


atgaaagggg 


480 


acttgacatt 


attcatctgt 


catatggaac 


cattacttaa 


gaaccccttc 


aagaattatg 


540 


actctaaggt 


tcacctttta 


tatgatctgc 


ctgaagttat 


agatgatttg 


cctctgcccc 


600 


cactgaaaga 


cagctttcag 


actgtccagt 


gcaactgcag 


tgttcgggaa 


tgcgaatgtc 


660 


atgtaccagt 


acccagagcc 


aaagtcaact 


acgctcttct 


gatgtattta 


gaaatcacat 


720 


ctgctggtgt 


gagttttcag 


tcacctctaa 


tgtcactgca 


gcccatgctt 


gttgtgaagc 


780 


ccgatccacc 


gctgggtttg 


cgtatggaag 


tcacagatga 


tggtaattta 


aagatttcat 


840 


gggacagcca 


aacaaaagca 


ccatttccac 


ttcaatatca 


ggtgaaatat 


ttagagaatt 


900 


ctacaatcgt 


aagagaggct 


gctgaaatcg 


tctcggatac 


atctctgctg 


gtagacagcg 


960 


tgcttcctgg 


gtcttcatac 


gaggtccagg 


tgaggagcaa 


gagactggat 


ggctcaggag 


1020 


tctggagtga 


ctggagttta 


cctcaactct 


ttaccacaca 


agatgtcatg 


tattttccac 


1080 
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• 






• 






ccaaaattct 


gacgagtgtt 


ggatccaatg 


cttccttttg 


ctgcatctac 


aaaaatgaga 


1140 


accagactat 


ctcctcaaaa 


caaatagttt 


ggtggatgaa 


tctagccgag 


aagatccccg 


1200 


agacacagta 


caacactgtg 


agtgaccaca 


ttagcaaagt 


cactttctcc 


aacctgaaag 


1260 


ccaccagacc 


tcgagggaag 


tttacctatg 


atgcagtgta 


ctgctgcaat 


gagcaggcat 


1320 


gccatcaccg 


ctacgctgaa 


ttatatgtga 


tcgatgtcaa 


tatcaatata 


tcatgtgaaa 


1380 


ctgacgggta 


cttaactaaa 


atgacttgca 


gatggtcacc 


cagcacaatc 


caatcactag 


1440 


tgggaagcac 


tgtgcagttg 


aggtatcaca 


ggcgcagcct 


gtactgtccc 


gataatccat 


1500 


ctattcgtcc 


tacatcagag 


ctcaaaaact 


gcgtcttaca 


gacagatggc 


ttttatgaat 


1560 


gtgttttcca 


gccaatcttt 


ctattatctg 


gctatacaat 


gtggatcagg 


atcaaccatt 


1620 


ctttaggttc 


acttgactct 


ccaccaacgt 


gtgtccttcc 


tgactccgta 


gtaaaaccac 


1680 


tacctccatc 


taatgtaaaa 


gcagagatta 


ctataaacac 


tggattattg 


aaagtatctt 


1740 


gggaaaagcc 


agtctttcca 


gagaataacc 


ttcagttcca 


gattcgatat 


ggcttaaatg 


1800 


gaaaagaaat 


acaatggaag 


acacacgagg 


tattcgatgc 


aaaatcaaaa 


tcggccagcc 


1860 


tgccagtgtc 


agatctctgt 


gcggtctatg 


tggtacaggt 


tcgctgccgg 


cggttggatg 


1920 


gactagggta 


ttggagtaat 


tggagcagtc 


cagcctacac 


tcttgtcatg 


gatgtaaaag 


1980 


ttcctatgag 


agggcctgaa 


ttctggagaa 


taatggatgg 


ggatattact 


aaaaaggaga 


2040 


gaaatgtcac 


cttgctttgg 


aagccactga 


tgaaaaatga 


ctcactgtgt 


agtgtgagga 


2100 


ggtatgtggt 


gaagcatcgt 


actgcccaca 


atgggacatg 


gtcacaagat 


gtgggaaatc 


2160 


agaccaatct 


cactttcctg 


tgggcagaat 


cagcacacac 


tgttacagtt 


ctggccatca 


2220 


attccatcgg 


tgcctccctt 


gtgaatttta 


accttacgtt 


ctcatggccc 


atgagtaaag 


2280 


tgaatgctgt 


gcagtcactc 


agtgcttatc 


ccctgagcag 


cagctgcgtc 


atcctttcct 


2340 


ggacactgtc 


acctaatgat 


tatagtctgt 


tatatctggt 


tattgaatgg 


aagaacctta 


2400 


atgatgatga 


tggaatgaag 


tggcttagaa 


tcccttcgaa 


tgttaacaag 


tattatatcc 


2460 


atgataattt 


tattcctatc 


gagaaatatc 


agtttagtct 


ttacccagta 


tttatggaag 


2520 


gagttggaaa 


accaaagata 


attaatggtt 


tcaccaaaga 


tgatatcgcc 


aaacagcaaa 


2580 


atgatgcagg 


gctgtatgtc 


attgtaccga 


taattatttc 


ctcttgtgtc 


ctgctgctcg 


2640 


gaacactgtt 


aatttcacac 


cagagaatga 


aaaagttgtt 


ttgggacgat 


gttccaaacc 


2700 


ccaagaattg 


ttcctgggca 


caaggactta 


atttccaaaa 


gcctgaaaca 


tttgagcatc 


2760 
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tttttaccaa 


gcatgcagaa 


tcagtgatat 


ttggtcctct 


tcttctggag 


cctgaaccag 


2820 


tttcagaaga 


aatcagtgtc 


gatacagctt 


ggaaaaataa 


agatgagatg 


gtaccagcag 


2880 


ctatggtctc 


acttcttttg 


accactccag 


attccacaag 


gggttctatt 


tgtatcagtg 


2940 


accagtgtaa 


cagtgctaac 


ttctctgggg 


ctcagagcac 


ccagggaacc 


tgtgaggatg 


3000 


agtgtcagag 


tcaaccctca 


gttaaatatg 


caacgctggt 


cagcaacgtg 


aaaacagtgg 


3060 


aaactgatga 


agagcaaggg 


gctatacata 


gttctgtcag 


ccagtgcatc 


gccaggaaac 


3120 


attccccact 


gagacagtct 


ttttctagca 


actcctggga 


gatagaggcc 


caggcatttt 


3180 


tccttttatc 


agatcatcca 


cccaatgtga 


tttcaccaca 


actttcattc 


tcagggttgg 


3240 


atgagctttt 


ggaactggag 


ggaaattttc 


ctgaagaaaa 


tcacggggaa 


aaatctgtgt 


3300 


attatctagg 


agtctcctca 


ggaaacaaaa 


gagagaatga 


tatgcttttg 


actgatgagg 


3360 


caggggtatt 


gtgcccattc 


ccagctcact 


gtctgttcag 


tgacatcaga 


atcctccagg 


3420 


agagt tgt t c 


acac tt tgt a 


gaaaataat t 


tgaatt t agg 


gacct c tggt 


aagaac t ttg 


3480 


taccttacat 


gccccagttt 


caatcctgtt 


ccactcacag 


tcataagata 


atagaaaata 


3540 


agatgtgtga 


cttaactgtg 


taatcttgtc 


caaaaacttc 


caggttccat 


tccagtagag 


3600 


tgtgtcatgt 


ataatatgtt 


cttttatagt 


tgtgggtggg 


agagaaagcc 




3650 



<210> 6 
<211> 1162 
<212> PRT 

<213> Rattus norvegicus 
<400> 6 

Met Thr Cys Gin Lys Phe Tyr Val Val Leu Leu His Trp Glu Phe Leu 
15 10 15 

Tyr Val lie Thr Ala Leu Asn Leu Ala Tyr Pro Thr Ser Pro Trp Arg 
20 25 30 

Phe Lys Leu Phe Cys Ala Pro Pro Ser Thr Thr Asp Asp Ser Phe Leu 
35 40 45 

Ser Pro Ala Gly Val Pro Asn Asn Thr Ser Ser Leu Lys Gly Ala Ser 
50 55 60 

Glu Ala Leu Val Glu Ala Lys Phe Asn Ser Thr Gly lie Tyr Val Ser 
65 70 75 80 
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Glu Leu Ser Lys Thr lie Phe His Cys Cys Phe Gly Asn Glu Gin Gly 
85 90 95 



Gin Asn Cys Ser Ala Leu Thr Gly Asn Thr Glu Gly Lys Thr Leu Ala 
100 105 110 



Ser Val Val Lys Pro Leu Val Phe Arg Gin Leu Gly Val Asn Trp Asp 
115 120 125 



lie Glu Cys Trp Met Lys Gly Asp Leu Thr Leu Phe lie Cys His Met 
130 135 140 



Glu Pro Leu Leu Lys Asn Pro Phe Lys Asn Tyr Asp Ser Lys Val His 
145 150 155 160 



Leu Leu Tyr Asp Leu Pro Glu Val lie Asp Asp Leu Pro Leu Pro Pro 
165 170 175 



Leu Lys Asp Ser Phe Gin Thr Val Gin Cys Asn Cys Ser Val Arg Glu 
180 185 190 



Cys Glu Cys His Val Pro Val Pro Arg Ala Lys Val Asn Tyr Ala Leu 
195 200 205 



Leu Met Tyr Leu Glu lie Thr Ser Ala Gly Val Ser Phe Gin Ser Pro 
210 215 220 



Leu Met Ser Leu Gin Pro Met Leu Val Val Lys Pro Asp Pro Pro Leu 
225 230 235 240 



Gly Leu Arg Met Glu Val Thr Asp Asp Gly Asn Leu Lys lie Ser Trp 
245 250 255 



Asp Ser Gin Thr Lys Ala Pro Phe Pro Leu Gin Tyr Gin Val Lys Tyr 
260 265 270 



Leu Glu Asn Ser Thr lie Val Arg Glu Ala Ala Glu lie Val Ser Asp 
275 280 285 



Thr Ser Leu Leu Val Asp Ser Val Leu Pro Gly Ser Ser Tyr Glu Val 
290 295 300 
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Gin Val Arg Ser Lys Arg Leu Asp Gly Ser Gly Val Trp Ser Asp Trp 
305 310 315 320 



Ser Leu Pro Gin Leu Phe Thr Thr Gin Asp Val Met Tyr Phe Pro Pro 
325 330 335 



Lys lie Leu Thr Ser Val Gly Ser Asn Ala Ser Phe Cys Cys lie Tyr 
340 345 350 



Lys Asn Glu Asn Gin Thr lie Ser Ser Lys Gin lie Val Trp Trp Met 
355 360 365 



Asn Leu Ala Glu Lys lie Pro Glu Thr Gin Tyr Asn Thr Val Ser Asp 
370 375 380 



His lie Ser Lys Val Thr Phe Ser Asn Leu Lys Ala Thr Arg Pro Arg 
385 390 395 400 



Gly Lys Phe Thr Tyr Asp Ala Val Tyr Cys Cys Asn Glu Gin Ala Cys 
405 410 415 



His His Arg Tyr Ala Glu Leu Tyr Val lie Asp Val Asn lie Asn lie 
420 425 430 



Ser Cys Glu Thr Asp Gly Tyr Leu Thr Lys Met Thr Cys Arg Trp Ser 
435 440 445 



Pro Ser Thr lie Gin Ser Leu Val Gly Ser Thr Val Gin Leu Arg Tyr 
450 455 460 



His Arg Arg Ser Leu Tyr Cys Pro Asp Asn Pro Ser lie Arg Pro Thr 
465 470 475 480 



Ser Glu Leu Lys Asn Cys Val Leu Gin Thr Asp Gly Phe Tyr Glu Cys 
485 490 495 



Val Phe Gin Pro lie Phe Leu Leu Ser Gly Tyr Thr Met Trp lie Arg 
500 505 510 



lie Asn His Ser Leu Gly Ser Leu Asp Ser Pro Pro Thr Cys Val Leu 
515 520 525 



Pro Asp Ser Val Val Lys Pro Leu Pro Pro Ser Asn Val Lys Ala Glu 
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530 535 540 



lie Thr lie Asn Thr Gly Leu Leu Lys Val Ser Trp Glu Lys Pro Val 
545 550 555 560 



Phe Pro Glu Asn Asn Leu Gin Phe Gin lie Arg Tyr Gly Leu Asn Gly 
565 570 575 



Lys Glu lie Gin Trp Lys Thr His Glu Val Phe Asp Ala Lys Ser Lys 
580 585 590 



Ser Ala Ser Leu Pro Val Ser Asp Leu Cys Ala Val Tyr Val Val Gin 
595 600 605 



Val Arg Cys Arg Arg Leu Asp Gly Leu Gly Tyr Trp Ser Asn Trp Ser 
610 615 620 



Ser Pro Ala Tyr Thr Leu Val Met Asp Val Lys Val Pro Met Arg Gly 
625 630 635 640 



Pro Glu Phe Trp Arg lie Met Asp Gly Asp lie Thr Lys Lys Glu Arg 
645 650 655 



Asn Val Thr Leu Leu Trp Lys Pro Leu Met Lys Asn Asp Ser Leu Cys 
660 665 670 



Ser Val Arg Arg Tyr Val Val Lys His Arg Thr Ala His Asn Gly Thr 
675 680 685 



Trp Ser Gin Asp Val Gly Asn Gin Thr Asn Leu Thr Phe Leu Trp Ala 
690 695 700 



Glu Ser Ala His Thr Val Thr Val Leu Ala He Asn Ser He Gly Ala 
705 710 715 720 



Ser Leu Val Asn Phe Asn Leu Thr Phe Ser Trp Pro Met Ser Lys Val 
> 725 730 735 



Asn Ala Val Gin Ser Leu Ser Ala Tyr Pro Leu Ser Ser Ser Cys Val 
740 745 750 



He Leu Ser Trp Thr Leu Ser Pro Asn Asp Tyr Ser Leu Leu Tyr Leu 
755 760 765 
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Val lie Glu Trp Lys Asn Leu Asn Asp Asp Asp Gly Met Lys Trp Leu 
770 775 780 



Arg lie Pro Ser Asn Val Asn Lys Tyr Tyr lie His Asp Asn Phe lie 
785 790 795 800 



Pro lie Glu Lys Tyr Gin Phe Ser Leu Tyr Pro Val Phe Met Glu Gly 
805 810 815 



Val Gly Lys Pro Lys lie lie Asn Gly Phe Thr Lys Asp Asp lie Ala 
820 825 830 



Lys Gin Gin Asn Asp Ala Gly Leu Tyr Val lie Val Pro lie lie lie 
835 840 845 



Ser Ser Cys Val Leu Leu Leu Gly Thr Leu Leu lie Ser His Gin Arg 
850 855 860 



Met Lys Lys Leu Phe Trp Asp Asp Val Pro Asn Pro Lys Asn Cys Ser 
865 870 875 880 



Trp Ala Gin Gly Leu Asn Phe Gin Lys Pro Glu Thr Phe Glu His Leu 
885 890 895 



Phe Thr Lys His Ala Glu Ser Val lie Phe Gly Pro Leu Leu Leu Glu 
900 905 910 



Pro Glu Pro Val Ser Glu Glu lie Ser Val Asp Thr Ala Trp Lys Asn 
915 920 925 



Lys Asp Glu Met Val Pro Ala Ala Met Val Ser Leu Leu Leu Thr Thr 
930 935 940 



Pro Asp Ser Thr Arg Gly Ser lie Cys lie Ser Asp Gin Cys Asn Ser 
945 950 955 960 



Ala Asn Phe Ser Gly Ala Gin Ser Thr Gin Gly Thr Cys Glu Asp Glu 
965 970 975 



Cys Gin Ser Gin Pro Ser Val Lys Tyr Ala Thr Leu Val Ser Asn Val 
980 985 990 
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Lys Thr Val Glu Thr Asp Glu Glu Gin Gly Ala lie His Ser Ser Val 
995 1000 1005 



Ser Gin Cys lie Ala Arg Lys His Ser Pro Leu Arg Gin Ser Phe 
1010 1015 1020 



Ser Ser Asn Ser Trp Glu lie Glu Ala Gin Ala Phe Phe Leu Leu 
1025 1030 1035 



Ser Asp His Pro Pro Asn Val lie Ser Pro Gin Leu Ser Phe Ser 
1040 1045 1050 



Gly Leu Asp Glu Leu Leu Glu Leu Glu Gly Asn Phe Pro Glu Glu 
1055 1060 1065 



Asn His Gly Glu Lys Ser Val Tyr Tyr Leu Gly Val Ser Ser Gly 
1070 1075 1080 



Asn Lys Arg Glu Asn Asp Met Leu Leu Thr Asp Glu Ala Gly Val 
1085 1090 1095 



Leu Cys Pro Phe Pro Ala His Cys Leu Phe Ser Asp lie Arg lie 
1100 1105 1110 



Leu Gin Glu Ser Cys Ser His Phe Val Glu Asn Asn Leu Asn Leu 
1115 1120 1125 



Gly Thr Ser Gly Lys Asn Phe Val Pro Tyr Met Pro Gin Phe Gin 
1130 1135 1140 



Ser Cys Ser Thr His Ser His Lys lie lie Glu Asn Lys Met Cys 
1145 1150 1155 



Asp Leu Thr Val 
1160 



<210> 7 
<211> 3489 
<212> DNA 

<213> Rattus norvegicus 
<400> 7 

atgatgtgtc agaaattcta tgtggttttg ttacactggg aatttctgta tgtgataact 
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9 






gcacttaacc 


tggcctatcc 


aacctctccc 


tggagattta 


agctgttttg 


tgcgccaccg 


120 


agtacaactg 


atgactcctt 


tctctctcct 


gctggagtcc 


caaacaatac 


ttcgtctttg 


180 


aagggggctt 


ctgaagcact 


tgttgaagct 


aaatttaatt 


caactggcat 


ctacgtttct 


240 


gagttatcca 


aaaccatttt 


ccactgttgc 


tttgggaatg 


agcaaggtca 


aaactgctcc 


300 


gcactcacag 


gcaacactga 


agggaagacg 


ctggcttcag 


tggtgaagcc 


tttagttttc 


360 


cgccaactag 


gtgtaaactg 


ggacatagag 


tgctggatga 


aaggggactt 


gacattattc 


420 


atctgtcata 


tggaaccatt 


acttaagaac 


cccttcaaga 


attatgactc 


taaggttcac 


480 


cttttatatg 


atctgcctga 


agttatagat 


gatttgcctc 


tgcccccact 


gaaagacagc 


540 


tttcagactg 


tccagtgcaa 


ctgcagtgtt 


cgggaatgcg 


aatgtcatgt 


accagtaccc 


600 


agagccaaag 


tcaactacgc 


tcttctgatg 


tatttagaaa 


tcacatctgc 


tggtgtgagt 


660 


tttcagtcac 


ctctaatgtc 


actgcagccc 


atgcttgttg 


tgaagcccga 


tccaccgctg 


720 


ggtttgcgta 


tggaagtcac 


agatgatggt 


aatttaaaga 


tttcatggga 


cagccaaaca 


780 


aaagcaccat 


ttccacttca 


atatcaggtg 


aaatatttag 


agaattctac 


aatcgtaaga 


840 


gaggctgctg 


aaatcgtctc 


ggatacatct 


ctgctggtag 


acagcgtgct 


tcctgggtct 


900 


tcatacgagg 


tccaggtgag 


gagcaagaga 


ctggatggct 


caggagtctg 


gagtgactgg 


960 


agtttacctc 


aactctttac 


cacacaagat 


gtcatgtatt 


ttccacccaa 


aattctgacg 


1020 


agtgttggat 


ccaatgcttc 


cttttgctgc 


atctacaaaa 


atgagaacca 


gactatctcc 


1080 


tcaaaacaaa 


tagtttggtg 


gatgaatcta 


gccgagaaga 


tccccgagac 


acagtacaac 


1140 


actgtgagtg 


accacattag 


caaagtcact 


ttctccaacc 


tgaaagccac 


cagacctcga 


1200 


gggaagttta 


cctatgatgc 


agtgtactgc 


tgcaatgagc 


aggcatgcca 


tcaccgctac 


1260 


gctgaattat 


atgtgatcga 


tgtcaatatc 


aatatatcat 


gtgaaactga 


cgggtactta 


1320 


actaaaatga 


cttgcagatg 


gtcacccagc 


acaatccaat 


cactagtggg 


aagcactgtg 


1380 


cagttgaggt 


atcacaggcg 


cagcctgtac 


tgtcccgata 


atccatctat 


tcgtcctaca 


1440 


tcagagctca 


aaaactgcgt 


cttacagaca 


gatggctttt 


atgaatgtgt 


tttccagcca 


1500 


atctttctat 


tatctggcta 


tacaatgtgg 


atcaggatca 


accattcttt 


aggttcactt 


1560 


gactctccac 


caacgtgtgt 


ccttcctgac 


tccgtagtaa 


aaccactacc 


tccatctaat 


1620 


gtaaaagcag 


agattactat 


aaacactgga 


ttattgaaag 


tatcttggga 


aaagccagtc 


1680 


tttccagaga 


ataaccttca 


gttccagatt 


cgatatggct 


taaatggaaa 


agaaatacaa 


1740 


tggaagacac 


acgaggtatt 


cgatgcaaaa 


tcaaaatcgg 


ccagcctgcc 


agtgtcagat 


1800 











• 






ctctgtgcgg 


tctatgtggt 


acaggttcgc 


tgccggcggt 


tggatggact 


agggtattgg 


1860 


agtaattgga 


gcagtccagc 


ctacactctt 


gtcatggatg 


taaaagttcc 


tatgagaggg 


1920 


cctgaattct 


ggagaataat 


ggatggggat 


attactaaaa 


aggagagaaa 


tgtcaccttg 


1980 


ctttggaagc 


cactgatgaa 


aaatgactca 


ctgtgtagtg 


tgaggaggta 


tgtggtgaag 


2040 


catcgtactg 


cccacaatgg 


gacatggtca 


caagatgtgg 


gaaatcagac 


caatctcact 


2100 


ttcctgtggg 


cagaatcagc 


acacactgtt 


acagttctgg 


ccatcaattc 


catcggtgcc 


2160 


tcccttgtga 


attttaacct 


tacgttctca 


tggcccatga 


gtaaagtgaa 


tgctgtgcag 


2220 


tcactcagtg 


cttatcccct 


gagcagcagc 


tgcgtcatcc 


tttcctggac 


actgtcacct 


2280 


aatgattata 


gtctgttata 


tctggttatt 


gaatggaaga 


accttaatga 


tgatgatgga 


2340 


atgaagtggc 


ttagaatccc 


ttcgaatgtt 


aacaagtatt 


atatccatga 


taattttatt 


2400 


cctatcgaga 


aatatcagtt 


tagtctttac 


ccagtattta 


tggaaggagt 


tggaaaacca 


2460 


aagataatta 


atggtttcac 


caaagatgat 


atcgccaaac 


agcaaaatga 


tgcagggctg 


2520 


tatgtcattg 


taccgataat 


tatttcctct 


tgtgtcctgc 


tgctcggaac 


actgttaatt 


2580 


tcacaccaga 


gaatgaaaaa 


gttgttttgg 


gacgatgttc 


caaaccccaa 


gaattgttcc 


2640 


tgggcacaag 


gacttaattt 


ccaaaagcct 


gaaacatttg 


agcatctttt 


taccaagcat 


2700 


gcagaatcag 


tgatatttgg 


tcctcttctt 


ctggagcctg 


aaccagtttc 


agaagaaatc 


2760 


agtgtcgata 


cagcttggaa 


aaataaagat 


gagatggtac 


cagcagctat 


ggtctcactt 


2820 


cttttgacca 


ctccagattc 


cacaaggggt 


tctatttgta 


tcagtgacca 


gtgtaacagt 


2880 


gctaacttct 


ctggggctca 


gagcacccag 


ggaacctgtg 


a 99 a tgagtg 


tcagagtcaa 


2940 


ccctcagtta 


aatatgcaac 


gctggtcagc 


aacgtgaaaa 


cagtggaaac 


tgatgaagag 


3000 


caaggggcta 


tacatagttc 


tgtcagccag 


tgcatcgcca 


ggaaacattc 


cccactgaga 


3060 


cagtcttttt 


ctagcaactc 


ctgggagata 


gaggcccagg 


catttttcct 


tttatcagat 


3120 


catccaccca 


atgtgatttc 


accacaactt 


tcattctcag 


ggttggatga 


gcttttggaa 


3180 


ctggagggaa 


attttcctga 


agaaaatcac 


ggggaaaaat 


ctgtgtatta 


tctaggagtc 


3240 


tcctcaggaa 


acaaaagaga 


gaatgatatg 


cttttgactg 


a tgaggcagg 


ggtattgtgc 


3300 


ccattcccag 


ctcactgtct 


gttcagtgac 


atcagaatcc 


tccaggagag 


ttgttcacac 


3360 


tttgtagaaa 


ataatttgaa 


tttagggacc 


tctggtaaga 


actttgtacc 


ttacatgccc 


3420 


cagtttcaat 


cctgttccac 


tcacagtcat 


aagataatag 


aaaataagat 


gtgtgactta 


3480 



19 



actgtgtaa 3489 



<210> 8 
<211> 1162 
<212> PRT 

<213> Rattus norvegicus 
<400> 8 

Met Met Cys Gin Lys Phe Tyr Val Val Leu Leu His Trp Glu Phe Leu 
15 10 15 



Tyr Val lie Thr Ala Leu Asn Leu Ala Tyr Pro Thr Ser Pro Trp Arg 
20 25 30 



Phe Lys Leu Phe Cys Ala Pro Pro Ser Thr Thr Asp Asp Ser Phe Leu 
35 40 45 



Ser Pro Ala Gly Val Pro Asn Asn Thr Ser Ser Leu Lys Gly Ala Ser 
50 55 60 



Glu Ala Leu Val Glu Ala Lys Phe Asn Ser Thr Gly lie Tyr Val Ser 
65 70 75 80 



Glu Leu Ser Lys Thr lie Phe His Cys Cys Phe Gly Asn Glu Gin Gly 
85 90 95 



Gin Asn Cys Ser Ala Leu Thr Gly Asn Thr Glu Gly Lys Thr Leu Ala 
100 105 110 



Ser Val Val Lys Pro Leu Val Phe Arg Gin Leu Gly Val Asn Trp Asp 
115 120 125 



lie Glu Cys Trp Met Lys Gly Asp Leu Thr Leu Phe lie Cys His Met 
130 135 140 



Glu Pro Leu Leu Lys Asn Pro Phe Lys Asn Tyr Asp Ser Lys Val His 
145 150 155 160 



Leu Leu Tyr Asp Leu Pro Glu Val lie Asp Asp Leu Pro Leu Pro Pro 
165 170 175 



Leu Lys Asp Ser Phe Gin Thr Val Gin Cys Asn Cys Ser Val Arg Glu 
180 185 190 
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Cys Glu Cys His Val Pro Val Pro Arg Ala Lys Val Asn Tyr Ala Leu 
195 200 205 



Leu Met Tyr Leu Glu lie Thr Ser Ala Gly Val Ser Phe Gin Ser Pro 
210 215 220 



Leu Met Ser Leu Gin Pro Met Leu Val Val Lys Pro Asp Pro Pro Leu 
225 230 235 240 



Gly Leu Arg Met Glu Val Thr Asp Asp Gly Asn Leu Lys lie Ser Trp 
245 250 255 



Asp Ser Gin Thr Lys Ala Pro Phe Pro Leu Gin Tyr Gin Val Lys Tyr 
260 265 270 



Leu Glu Asn Ser Thr lie Val Arg Glu Ala Ala Glu lie Val Ser Asp 
275 280 285 



Thr Ser Leu Leu Val Asp Ser Val Leu Pro Gly Ser Ser Tyr Glu Val 
290 295 300 



Gin Val Arg Ser Lys Arg Leu Asp Gly Ser Gly Val Trp Ser Asp Trp 
305 310 315 320 



Ser Leu Pro Gin Leu Phe Thr Thr Gin Asp Val Met Tyr Phe Pro Pro 
325 330 335 



Lys lie Leu Thr Ser Val Gly Ser Asn Ala Ser Phe Cys Cys lie Tyr 
340 345 350 



Lys Asn Glu Asn Gin Thr lie Ser Ser Lys Gin lie Val Trp Trp Met 
355 360 365 



Asn Leu Ala Glu Lys lie Pro Glu Thr Gin Tyr Asn Thr Val Ser Asp 
370 375 380 



His lie Ser Lys Val Thr Phe Ser Asn Leu Lys Ala Thr Arg Pro Arg 
385 390 395 400 



Gly Lys Phe Thr Tyr Asp Ala Val Tyr Cys Cys Asn Glu Gin Ala Cys 
405 410 415 
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His His Arg Tyr Ala Glu Leu Tyr Val lie Asp Val Asn lie Asn lie 
420 425 430 



Ser Cys Glu Thr Asp Gly Tyr Leu Thr Lys Met Thr Cys Arg Trp Ser 
435 440 445 



Pro Ser Thr lie Gin Ser Leu Val Gly Ser Thr Val Gin Leu Arg Tyr 
450 455 460 



His Arg Arg Ser Leu Tyr Cys Pro Asp Asn Pro Ser lie Arg Pro Thr 
465 470 475 480 



Ser Glu Leu Lys Asn Cys Val Leu Gin Thr Asp Gly Phe Tyr Glu Cys 
485 490 495 



Val Phe Gin Pro lie Phe Leu Leu Ser Gly Tyr Thr Met Trp lie Arg 
500 505 510 



lie Asn His Ser Leu Gly Ser Leu Asp Ser Pro Pro Thr Cys Val Leu 
515 520 525 



Pro Asp Ser Val Val Lys Pro Leu Pro Pro Ser Asn Val Lys Ala Glu 
530 535 540 



lie Thr lie Asn Thr Gly Leu Leu Lys Val Ser Trp Glu Lys Pro Val 
545 550 555 560 



Phe Pro Glu Asn Asn Leu Gin Phe Gin lie Arg Tyr Gly Leu Asn Gly 
565 570 575 



Lys Glu lie Gin Trp Lys Thr His Glu Val Phe Asp Ala Lys Ser Lys 
580 585 590 



Ser Ala Ser Leu Pro Val Ser Asp Leu Cys Ala Val Tyr Val Val Gin 
595 600 605 



Val Arg Cys Arg Arg Leu Asp Gly Leu Gly Tyr Trp Ser Asn Trp Ser 
610 615 620 



Ser Pro Ala Tyr Thr Leu Val Met Asp Val Lys Val Pro Met Arg Gly 
625 630 635 640 



Pro Glu Phe Trp Arg lie Met Asp Gly Asp lie Thr Lys Lys Glu Arg 
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645 



650 



655 



Asn Val Thr Leu Leu Trp Lys Pro Leu Met Lys Asn Asp Ser Leu Cys 
660 665 670 



Ser Val Arg Arg Tyr Val Val Lys His Arg Thr Ala His Asn Gly Thr 
675 680 685 



Trp Ser Gin Asp Val Gly Asn Gin Thr Asn Leu Thr Phe Leu Trp Ala 
690 695 700 



Glu Ser Ala His Thr Val Thr Val Leu Ala He Asn Ser He Gly Ala 
705 710 715 720 



Ser Leu Val Asn Phe Asn Leu Thr Phe Ser Trp Pro Met Ser Lys Val 
725 730 735 



Asn Ala Val Gin Ser Leu Ser Ala Tyr Pro Leu Ser Ser Ser Cys Val 
740 745 750 



He Leu Ser Trp Thr Leu Ser Pro Asn Asp Tyr Ser Leu Leu Tyr Leu 
755 760 765 



Val He Glu Trp Lys Asn Leu Asn Asp Asp Asp Gly Met Lys Trp Leu 
770 775 780 



Arg He Pro Ser Asn Val Asn Lys Tyr Tyr He His Asp Asn Phe He 
785 790 795 800 



Pro He Glu Lys Tyr Gin Phe Ser Leu Tyr Pro Val Phe Met Glu Gly 
805 810 815 



Val Gly Lys Pro Lys He He Asn Gly Phe Thr Lys Asp Asp He Ala 
820 825 830 



Lys Gin Gin Asn Asp Ala Gly Leu Tyr Val He Val Pro He He He 
835 840 845 



Ser Ser Cys Val Leu Leu Leu Gly Thr Leu Leu He Ser His Gin Arg 
850 855 860 



Met Lys Lys Leu Phe Trp Asp Asp Val Pro Asn Pro Lys Asn Cys Ser 
865 870 875 880 
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Trp Ala Gin Gly Leu Asn Phe Gin Lys Pro Glu Thr Phe Glu His Leu 
885 890 895 



Phe Thr Lys His Ala Glu Ser Val lie Phe Gly Pro Leu Leu Leu Glu 
900 905 910 



Pro Glu Pro Val Ser Glu Glu lie Ser Val Asp Thr Ala Trp Lys Asn 
915 920 925 



Lys Asp Glu Met Val Pro Ala Ala Met Val Ser Leu Leu Leu Thr Thr 
930 935 940 



Pro Asp Ser Thr Arg Gly Ser lie Cys lie Ser Asp Gin Cys Asn Ser 
945 950 955 960 



Ala Asn Phe Ser Gly Ala Gin Ser Thr Gin Gly Thr Cys Glu Asp Glu 
965 970 975 



Cys Gin Ser Gin Pro Ser Val Lys Tyr Ala Thr Leu Val Ser Asn Val 
980 985 990 



Lys Thr Val Glu Thr Asp Glu Glu Gin Gly Ala lie His Ser Ser Val 
995 1000 1005 



Ser Gin Cys lie Ala Arg Lys His Ser Pro Leu Arg Gin Ser Phe 
1010 1015 1020 



Ser Ser Asn Ser Trp Glu lie Glu Ala Gin Ala Phe Phe Leu Leu 
1025 1030 1035 



Ser Asp His Pro Pro Asn Val lie Ser Pro Gin Leu Ser Phe Ser 
1040 1045 1050 



Gly Leu Asp Glu Leu Leu Glu Leu Glu Gly Asn Phe Pro Glu Glu 
1055 1060 1065 



Asn His Gly Glu Lys Ser Val Tyr Tyr Leu Gly Val Ser Ser Gly 
1070 1075 1080 



Asn Lys Arg Glu Asn Asp Met Leu Leu Thr Asp Glu Ala Gly Val 
1085 1090 1095 
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Leu Cys Pro Phe Pro Ala His Cys Leu Phe Ser Asp lie Arg lie 
1100 1105 1110 



Leu Gin Glu Ser Cys Ser His Phe Val Glu Asn Asn Leu Asn Leu 
1115 1120 1125 

Gly Thr Ser Gly Lys Asn Phe Val Pro Tyr Met Pro Gin Phe Gin 
1130 1135 1140 

Ser Cys Ser Thr His Ser His Lys lie lie Glu Asn Lys Met Cys 



Asp Leu Thr Val 
1160 

<210> 9 

<211> 3800 

<212> DNA 

<213> Homo sapiens 

<400> 9 

ggcacgagcc ggtctggctt gggcaggctg cccgggccgt ggcaggaagc cggaagcagc 60 

cgcggcccca gttcgggaga catggcgggc gttaaagctc tcgtggcatt atccttcagt 12 0 

ggggctattg gactgacttt tcttatgctg ggatgtgcct tagaggatta tgggtgtact 180 

tctctgaagt aagatgattt gtcaaaaatt ctgtgtggtt ttgttacatt gggaatttat 240 

ttatgtgata actgcgttta acttgtcata tccaattact ccttggagat ttaagttgtc 3 00 

ttgcatgcca ccaaattcaa cctatgacta cttccttttg cctgctggac tctcaaagaa 3 60 

tacttcaaat tcgaatggac attatgagac agctgttgaa cctaagttta attcaagtgg 420 

tactcacttt tctaacttat ccaaaacaac tttccactgt tgctttcgga gtgagcaaga 480 

tagaaactgc tccttatgtg cagacaacat tgaaggaaag acatttgttt caacagtaaa 54 0 

ttctttagtt tttcaacaaa tagatgcaaa ctggaacata cagtgctggc taaaaggaga 600 

cttaaaatta ttcatctgtt atgtggagtc attatttaag aatctattca ggaattataa 660 

ctataaggtc catcttttat atgttctgcc tgaagtgtta gaagattcac ctctggttcc 72 0 

ccaaaaaggc agttttcaga tggttcactg caattgcagt gttcatgaat gttgtgaatg 780 

tcttgtgcct gtgccaacag ccaaactcaa cgacactctc cttatgtgtt tgaaaatcac 840 

atctggtgga gtaattttcc agtcacctct aatgtcagtt cagcccataa atatggtgaa 900 
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gcctgatcca 


ccattaggtt 


tgcatatgga 


aatcacagat 


gatggtaatt 


taaagatttc 


960 


ttggtccagc 


ccaccattgg 


taccatttcc 


acttcaatat 


caagtgaaat 


attcagagaa 


1020 


ttctacaaca 


gttatcagag 


aagctgacaa 


gattgtctca 


gctacatccc 


tgctagtaga 


1080 


cagtatactt 


cctgggtctt 


cgtatgaggt 


tcaggtgagg 


ggcaagagac 


tggatggccc 


1140 


aggaatctgg 


agtgactgga 


gtactcctcg 


tgtctttacc 


acacaagatg 


tcatatactt 


1200 


tccacctaaa 


attctgacaa 


gtgttgggtc 


taatgtttct 


tttcactgca 


tctataagaa 


1260 


ggaaaacaag 


attgttccct 


caaaagagat 


tgtttggtgg 


atgaatttag 


ctgagaaaat 


1320 


tcctcaaagc 


cagtatgatg 


ttgtgagtga 


tcatgttagc 


aaagttactt 


ttttcaatct 


1380 


gaatgaaacc 


aaacctcgag 


gaaagtttac 


ctatgatgca 


gtgtactgct 


gcaatgaaca 


1440 


tgaatgccat 


catcgctatg 


ctgaattata 


tgtgattgat 


gtcaatatca 


atatctcatg 


1500 


tgaaactgat 


gggtacttaa 


ctaaaatgac 


ttgcagatgg 


tcaaccagta 


caatccagtc 


1560 


acttgcggaa 


agcactttgc 


aattgaggta 


tcataggagc 


agcctttact 


gttctgatat 


1620 


tccatctatt 


catcccatat 


ctgagcccaa 


agattgctat 


ttgcagagtg 


atggttttta 


1680 


tgaatgcatt 


ttccagccaa 


tcttcctatt 


atctggctac 


acaatgtgga 


ttaggatcaa 


1740 


tcactctcta 


ggttcacttg 


actctccacc 


aacatgtgtc 


cttcctgatt 


ctgtggtgaa 


1800 


gccactgcct 


ccatccagtg 


tgaaagcaga 


aattactata 


aacattggat 


tattgaaaat 


1860 


atcttgggaa 


aagccagtct 


ttccagagaa 


taaccttcaa 


ttccagattc 


gctatggttt 


1920 


aagtggaaaa 


gaagtacaat 


ggaagatgta 


tgaggtttat 


gatgcaaaat 


caaaatctgt 


1980 


cagtctccca 


gttccagact 


tgtgtgcagt 


ctatgctgtt 


caggtgcgct 


gtaagaggct 


2040 


agatggactg 


ggatattgga 


gtaattggag 


caatccagcc 


tacacagttg 


tcatggatat 


2100 


aaaagttcct 


atgagaggac 


ctgaattttg 


gagaataatt 


aatggagata 


ctatgaaaaa 


2160 


ggagaaaaat 


gtcactttac 


tttggaagcc 


cctgatgaaa 


aatgactcat 


tgtgcagtgt 


2220 


tcagagatat 


gtgataaacc 


atcatacttc 


ctgcaatgga 


acatggtcag 


aagatgtggg 


2280 


aaatcacacg 


aaattcactt 


tcctgtggac 


agagcaagca 


catactgtta 


cggttctggc 


2340 


catcaattca 


attggtgctt 


ctgttgcaaa 


ttttaattta 


accttttcat 


ggcctatgag 


2400 


caaagtaaat 


atcgtgcagt 


cactcagtgc 


ttatccttta 


aacagcagtt 


qtqtqattqt 


2460 


ttcctggata 


ctatcaccca 


gtgattacaa 


gctaatgtat 


tttattattg 


agtggaaaaa 


2520 


tcttaatgaa 


gatggtgaaa 


taaaatggct 


tagaatctct 


tcatctgtta 


agaagtatta 


2580 


tatccatgat 


cattttatcc 


ccattgagaa 


gtaccagttc 


agtctttacc 


caatatttat 


2640 



ggaaggagtg ggaaaaccaa agataattaa tagtttcact caagatgata ttgaaaaaca 2700 

ccagagtgat gcaggtttat atgtaattgt gccagtaatt atttcctctt ccatcttatt 2760 

gcttggaaca ttattaatat cacaccaaag aatgaaaaag ctattttggg aagatgttcc 2820 

gaaccccaag aattgttcct gggcacaagg acttaatttt cagaagccag aaacgtttga 2880 

gcatcttttt atcaagcata cagcatcagt gacatgtggt cctcttcttt tggagcctga 2940 

aacaatttca gaagatatca gtgttgatac atcatggaaa aataaagatg agatgatgcc 3000 

aacaactgtg gtctctctac tttcaacaac agatcttgaa aagggttctg tttgtattag 3060 

tgaccagttc aacagtgtta acttctctga ggctgagggt actgaggtaa cctatgaggc 3120 

cgaaagccag agacaaccct ttgttaaata cgccacgctg atcagcaact ctaaaccaag 3180 

tgaaactggt gaagaacaag ggcttataaa tagttcagtc accaagtgct tctctagcaa 3240 

aaattctccg ttgaaggatt ctttctctaa tagctcatgg gagatagagg cccaggcatt 3300 

ttttatatta tcagatcagc atcccaacat aatttcacca cacctcacat tctcagaagg 3360 

attggatgaa cttttgaaat tggagggaaa tttccctgaa gaaaataatg ataaaaagtc 342 0 

tatctattat ttaggggtca cctcaatcaa aaagagagag agtggtgtgc ttttgactga 3480 

caagtcaagg gtatcgtgcc cattcccagc cccctgttta ttcacggaca tcagagttct 3540 

ccaggacagt tgctcacact ttgtagaaaa taatatcaac ttaggaactt ctagtaagaa 3600 

gacttttgca tcttacatgc ctcaattcca aacttgttct actcagactc ataagatcat 3660 

ggaaaacaag atgtgtgacc taactgtgta atttcactga agaaaccttc agatttgtgt 3 72 0 

tataatgggt aatataaagt gtaatagatt atagttgtgg gtgggagaga gaaaagaaac 3 780 

cagagtccaa atttgaaaat 3800 

<210> 10 

<211> 1165 

<212> PRT 

<213> Homo sapiens 

<400> 10 

Met lie Cys Gin Lys Phe Cys Val Val Leu Leu His Trp Glu Phe lie 



Tyr Val lie Thr Ala Phe Asn Leu Ser Tyr Pro lie Thr Pro Trp Arg 
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Phe Lys Leu Ser Cys Met Pro Pro Asn Ser Thr Tyr Asp Tyr Phe Leu 
35 40 45 



Leu Pro Ala Gly Leu Ser Lys Asn Thr Ser Asn Ser Asn Gly His Tyr 
50 55 60 



Glu Thr Ala Val Glu Pro Lys Phe Asn Ser Ser Gly Thr His Phe Ser 
65 70 75 80 



Asn Leu Ser Lys Thr Thr Phe His Cys Cys Phe Arg Ser Glu Gin Asp 
85 90 95 



Arg Asn Cys Ser Leu Cys Ala Asp Asn lie Glu Gly Lys Thr Phe Val 
100 105 110 



Ser Thr Val Asn Ser Leu Val Phe Gin Gin lie Asp Ala Asn Trp Asn 
115 120 125 



lie Gin Cys Trp Leu Lys Gly Asp Leu Lys Leu Phe lie Cys Tyr Val 
130 135 140 



Glu Ser Leu Phe Lys Asn Leu Phe Arg Asn Tyr Asn Tyr Lys Val His 
145 150 155 160 



Leu Leu Tyr Val Leu Pro Glu Val Leu Glu Asp Ser Pro Leu Val Pro 
165 170 175 



Gin Lys Gly Ser Phe Gin Met Val His Cys Asn Cys Ser Val His Glu 
180 185 190 



Cys Cys Glu Cys Leu Val Pro Val Pro Thr Ala Lys Leu Asn Asp Thr 
195 200 205 



Leu Leu Met Cys Leu Lys lie Thr Ser Gly Gly Val lie Phe Gin Ser 
210 215 220 



Pro Leu Met Ser Val Gin Pro lie Asn Met Val Lys Pro Asp Pro Pro 
225 230 235 240 



Leu Gly Leu His Met Glu lie Thr Asp Asp Gly Asn Leu Lys lie Ser 
245 250 255 



Trp Ser Ser Pro Pro Leu Val Pro Phe Pro Leu Gin Tyr Gin Val Lys 
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260 



265 



270 



Tyr Ser Glu Asn Ser Thr Thr Val lie Arg Glu Ala Asp Lys lie Val 
275 280 285 



Ser Ala Thr Ser Leu Leu Val Asp Ser lie Leu Pro Gly Ser Ser Tyr 
290 295 300 



Glu Val Gin Val Arg Gly Lys Arg Leu Asp Gly Pro Gly lie Trp Ser 
305 310 315 320 



Asp Trp Ser Thr Pro Arg Val Phe Thr Thr Gin Asp Val lie Tyr Phe 
325 330 335 



Pro Pro Lys lie Leu Thr Ser Val Gly Ser Asn Val Ser Phe His Cys 
340 345 350 



lie Tyr Lys Lys Glu Asn Lys lie Val Pro Ser Lys Glu lie Val Trp 
355 360 365 



Trp Met Asn Leu Ala Glu Lys lie Pro Gin Ser Gin Tyr Asp Val Val 
370 375 380 



Ser Asp His Val Ser Lys Val Thr Phe Phe Asn Leu Asn Glu Thr Lys 
385 390 395 400 



Pro Arg Gly Lys Phe Thr Tyr Asp Ala Val Tyr Cys Cys Asn Glu His 
405 410 415 



Glu Cys His His Arg Tyr Ala Glu Leu Tyr Val lie Asp Val Asn lie 
420 425 430 



Asn lie Ser Cys Glu Thr Asp Gly Tyr Leu Thr Lys Met Thr Cys Arg 
435 440 445 



Trp Ser Thr Ser Thr lie Gin Ser Leu Ala Glu Ser Thr Leu Gin Leu 
450 455 460 



Arg Tyr His Arg Ser Ser Leu Tyr Cys Ser Asp lie Pro Ser lie His 
465 470 475 480 



Pro lie Ser Glu Pro Lys Asp Cys Tyr Leu Gin Ser Asp Gly Phe Tyr 
485 490 495 
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Glu Cys lie Phe Gin Pro lie Phe Leu Leu Ser Gly Tyr Thr Met Trp 
500 505 510 



lie Arg lie Asn His Ser Leu Gly Ser Leu Asp Ser Pro Pro Thr Cys 
515 520 525 



Val Leu Pro Asp Ser Val Val Lys Pro Leu Pro Pro Ser Ser Val Lys 
530 535 540 



Ala Glu lie Thr lie Asn lie Gly Leu Leu Lys lie Ser Trp Glu Lys 
545 550 555 560 



Pro Val Phe Pro Glu Asn Asn Leu Gin Phe Gin lie Arg Tyr Gly Leu 
565 570 575 



Ser Gly Lys Glu Val Gin Trp Lys Met Tyr Glu Val Tyr Asp Ala Lys 
580 585 590 



Ser Lys Ser Val Ser Leu Pro Val Pro Asp Leu Cys Ala Val Tyr Ala 
595 600 605 



Val Gin Val Arg Cys Lys Arg Leu Asp Gly Leu Gly Tyr Trp Ser Asn 
610 615 620 



Trp Ser Asn Pro Ala Tyr Thr Val Val Met Asp lie Lys Val Pro Met 
625 630 635 640 



Arg Gly Pro Glu Phe Trp Arg lie lie Asn Gly Asp Thr Met Lys Lys 
645 650 655 



Glu Lys Asn Val Thr Leu Leu Trp Lys Pro Leu Met Lys Asn Asp Ser 
660 665 670 



Leu Cys Ser Val Gin Arg Tyr Val lie Asn His His Thr Ser Cys Asn 
675 680 685 



Gly Thr Trp Ser Glu Asp Val Gly Asn His Thr Lys Phe Thr Phe Leu 
690 695 700 



Trp Thr Glu Gin Ala His Thr Val Thr Val Leu Ala lie Asn Ser lie 
705 710 715 720 
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Gly Ala Ser Val Ala Asn Phe Asn Leu Thr Phe Ser Trp Pro Met Ser 
725 730 735 



Lys Val Asn lie Val Gin Ser Leu Ser Ala Tyr Pro Leu Asn Ser Ser 
740 745 750 



Cys Val lie Val Ser Trp lie Leu Ser Pro Ser Asp Tyr Lys Leu Met 
755 760 765 



Tyr Phe lie lie Glu Trp Lys Asn Leu Asn Glu Asp Gly Glu lie Lys 
770 775 780 



Trp Leu Arg lie Ser Ser Ser Val Lys Lys Tyr Tyr lie His Asp His 
785 790 795 800 



Phe lie Pro lie Glu Lys Tyr Gin Phe Ser Leu Tyr Pro lie Phe Met 
805 810 815 



Glu Gly Val Gly Lys Pro Lys lie lie Asn Ser Phe Thr Gin Asp Asp 
820 825 830 



lie Glu Lys His Gin Ser Asp Ala Gly Leu Tyr Val lie Val Pro Val 
835 840 845 



lie lie Ser Ser Ser lie Leu Leu Leu Gly Thr Leu Leu lie Ser His 
850 855 860 



Gin Arg Met Lys Lys Leu Phe Trp Glu Asp Val Pro Asn Pro Lys Asn 
865 870 875 880 



Cys Ser Trp Ala Gin Gly Leu Asn Phe Gin Lys Pro Glu Thr Phe Glu 
885 890 895 



His Leu Phe lie Lys His Thr Ala Ser Val Thr Cys Gly Pro Leu Leu 
900 905 910 



Leu Glu Pro Glu Thr lie Ser Glu Asp lie Ser Val Asp Thr Ser Trp 
915 920 925 



Lys Asn Lys Asp Glu Met Met Pro Thr Thr Val Val Ser Leu Leu Ser 
930 935 940 
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Thr Thr Asp Leu Glu Lys Gly Ser Val Cys lie Ser Asp Gin Phe Asn 
945 950 955 960 



Ser Val Asn Phe Ser Glu Ala Glu Gly Thr Glu Val Thr Tyr Glu Ala 
965 970 975 



Glu Ser Gin Arg Gin Pro Phe Val Lys Tyr Ala Thr Leu lie Ser Asn 
980 985 990 



Ser Lys Pro Ser Glu Thr Gly Glu Glu Gin Gly Leu lie Asn Ser Ser 
995 1000 1005 



Val Thr Lys Cys Phe Ser Ser Lys Asn Ser Pro Leu Lys Asp Ser 
1010 1015 1020 



Phe Ser Asn Ser Ser Trp Glu lie Glu Ala Gin Ala Phe Phe lie 
1025 1030 1035 



Leu Ser Asp Gin His Pro Asn lie lie Ser Pro His Leu Thr Phe 
1040 1045 1050 



Ser Glu Gly Leu Asp Glu Leu Leu Lys Leu Glu Gly Asn Phe Pro 
1055 1060 1065 



Glu Glu Asn Asn Asp Lys Lys Ser lie Tyr Tyr Leu Gly Val Thr 
1070 1075 1080 



Ser lie Lys Lys Arg Glu Ser Gly Val Leu Leu Thr Asp Lys Ser 
1085 1090 1095 



Arg Val Ser Cys Pro Phe Pro Ala Pro Cys Leu Phe Thr Asp lie 
1100 1105 1110 



Arg Val Leu Gin Asp Ser Cys Ser His Phe Val Glu Asn Asn lie 
1115 1120 1125 



Asn Leu Gly Thr Ser Ser Lys Lys Thr Phe Ala Ser Tyr Met Pro 
1130 1135 1140 



Gin Phe Gin Thr Cys Ser Thr Gin Thr His Lys lie Met Glu Asn 
1145 1150 1155 



Lys Met Cys Asp Leu Thr Val 
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1160 



1165 



<210> 11 
<211> 504 
<212> DNA 
<213> Sus 


scrof a 












<400> 11 
atgcgctgtg 


gacccctgtg 


ccgattcctg 


tggctttggc 


cctatctgtc 


ctacgttgaa 


60 


gccgtgccca 


tctggagagt 


ccaggatgac 


accaaaaccc 


tcatcaagac 


gattgtcacc 


120 


aggatcagtg 


acatttcaca 


catgcagtct 


gtctcctcca 


aacagagggt 


caccggtttg 


180 


gacttcatcc 


ctgggctcca 


tcctgtcctg 


agtttgtcca 


agatggacca 


gaccctggcg 


240 


atctaccaac 


agatcctcac 


cagtctgcct 


tccagaaatg 


tgatccaaat 


atcgaatgac 


300 


ctggagaacc 


tccgggacct 


tctccacctg 


ctggcctcct 


ccaagagctg 


ccccttgccc 


360 


caggccaggg 


ccctggagac 


cttggagagc 


ctgggcggcg 


tcctggaagc 


ctccctctac 


420 


tccacggagg 


tggtggccct 


gagcaggctg 


cagggggctc 


tgcaggacat 


gctgcggcag 


480 


ctggacctca 


gccctggctg 


ctga 








504 



<210> 12 

<211> 167 

<212> PRT 

<213> Sus scrofa 

<400> 12 

Met Arg Cys Gly Pro Leu Cys Arg Phe Leu Trp Leu Trp Pro Tyr Leu 
15 10 15 



Ser Tyr Val Glu Ala Val Pro lie Trp Arg Val Gin Asp Asp Thr Lys 
20 25 30 



Thr Leu lie Lys Thr lie Val Thr Arg lie Ser Asp lie Ser His Met 
35 40 45 



Gin Ser Val Ser Ser Lys Gin Arg Val Thr Gly Leu Asp Phe lie Pro 
50 55 60 



Gly Leu His Pro Val Leu Ser Leu Ser Lys Met Asp Gin Thr Leu Ala 
65 70 75 80 



lie Tyr Gin Gin lie Leu Thr Ser Leu Pro Ser Arg Asn Val lie Gin 
85 90 95 
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lie Ser Asn Asp Leu Glu Asn Leu Arg Asp Leu Leu His Leu Leu Ala 
100 105 110 



Ser Ser Lys Ser Cys Pro Leu Pro Gin Ala Arg Ala Leu Glu Thr Leu 
115 120 125 



Glu Ser Leu Gly Gly Val Leu Glu Ala Ser Leu Tyr Ser Thr Glu Val 
130 135 140 



Val Ala Leu Ser Arg Leu Gin Gly Ala Leu Gin Asp Met Leu Arg Gin 
145 150 155 160 



Leu Asp Leu Ser Pro Gly Cys 
165 



<210> 13 

<211> 1413 

<212> DNA 

<213> Mus musculus 

<220> 

<221> misc_f eature 

<222> (1216) . . (1216) 

<223> "n" can be either "a", »c", "t", or n g 



<400> 13 
cccgtgtgtt 


tgtgttcata 


gcatttgaag 


aactcaagcc 


tgggagtttt 


tcttgtctaa 


60 


ctttgaaaaa 


ctgagactgc 


ctctcccttg 


tgatttttga 


tattccaagt 


ttccagtcac 


120 


caactgtgtc 


atttggggtt 


gactgatgta 


ccttgctttg 


aaccttacac 


actgcctttc 


180 


tgcaaatgtg 


actgaatgaa 


gatgtaaata 


ctgagcatta 


aaatgtgtct 


tttcttttag 


240 


cctgaaacat 


ttgagcatct 


ttttaccaag 


catgcagaat 


cagtgatatt 


tggtcctctt 


300 


cttctggagc 


ctgaacccat 


ttcagaagaa 


atcagtgtcg 


atacagcttg 


gaaaaataaa 


360 


gatgagatgg 


tcccagcagc 


tatggtctcc 


cttcttttga 


ccacaccaga 


ccctgaaagc 


420 


agttctattt 


gtattagtga 


ccagtgtaac 


agtgctaact 


tctctgggtc 


tcagagcacc 


480 


caggtaacct 


gtgaggatga 


gtgtcagaga 


caaccctcag 


ttaaatatgc 


aactctggtc 


540 


agcaacgata 


aactagtgga 


aactgatgaa 


gagcaagggt 


ttatccatag 


tcctgtcagc 


600 


aactgcatct 


ccagtaatca 


ttccccactg 


aggcagtctt 


tctctagcag 


ctcctgggag 


660 


acagaggccc 


agacattttt 


ccttttatca 


gaccagcaac 


ccaccatgat 


ttcaccacaa 


720 
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ctttcattct 


cggggttgga 


tgagcttttg 


gaactggagg 


gaagttttcc 


tgaagaaaat 


780 


cacagggaga 


agtctgtctg 


ttatctagga 


gtcacctccg 


tcaacagaag 


agagagtggt 


840 


gtgcttttga 


ctggtgaggc 


aggaatcctg 


tgcacattcc 


cagcccagtg 


tctgttcagt 


900 


gacatcagga 


tcctccagga 


gagatgctca 


cactttgtag 


aaaataattt 


gagtttaggg 


960 


acctctggtg 


agaactttgt 


accttacatg 


ccccaatttc 


aaacctgttc 


cacgcacagt 


1020 


cacaagataa 


tggagaataa 


gatgtgtgac 


ttaactgtgc 


aatctcatcc 


aaaaagcetc 


1080 


aaggttccgt 


tccagtagag 


tgtgtcatgt 


ataatgtgtt 


cttttattgt 


tgtggatgtg 


1140 


ggagacaagt 


gtcagaatct 


agtgtgaaaa 


tgattgtttc 


caaactaagt 


gtgtctattt 


1200 




atacanatoa 


aacatatgag 


gaagccctca 


ttaatctagt 


aatataaata 


1260 


gactcttact 


gaatatattc 


ccaagatact 


tggggaagtc 


tccctaattc 


tagctaaaaa 


1320 


taaacccagg 


aagtagaatc 


tataaactct 


gaactctgtg 


gaaagaagaa 


atttcaacac 


1380 


gatattgaca 


gctgaacaaa 


aaggtttcaa 


get 






1413 



<210> 14 

<211> 1174 

<212> PRT 

<213> Mus musculus 

<400> 14 

Met Met Cys Gin Lys Phe Tyr Val Val Leu Leu His Trp Glu Phe Leu 
15 10 15 

Tyr Val lie Ala Ala Leu Asn Leu Ala Tyr Pro lie Ser Pro Trp Lys 
20 25 30 

Phe Lys Leu Phe Cys Gly Pro Pro Asn Thr Thr Asp Asp Ser Phe Leu 
35 40 45 

Ser Pro Ala Gly Ala Pro Asn Asn Ala Ser Ala Leu Lys Gly Ala Ser 
50 55 60 

Glu Ala lie Val Glu Ala Lys Phe Asn Ser Ser Gly lie Tyr Val Pro 
65 70 75 80 

Glu Leu Ser Lys Thr Val Phe His Cys Cys Phe Gly Asn Glu Gin Gly 
85 90 95 

Gin Asn Cys Ser Ala Leu Thr Asp Asn Thr Glu Gly Lys Thr Leu Ala 

35 



100 



105 



110 



Ser Val Val Lys Ala Ser Val Phe Arg Gin Leu Gly Val Asn Trp Asp 
115 120 125 



lie Glu Cys Trp Met Lys Gly Asp Leu Thr Leu Phe lie Cys His Met 
130 135 140 



Glu Pro Leu Pro Lys Asn Pro Phe Lys Asn Tyr Asp Ser Lys Val His 
145 150 155 160 



Leu Leu Tyr Asp Leu Pro Glu Val lie Asp Asp Ser Pro Leu Pro Pro 
165 170 175 



Leu Lys Asp Ser Phe Gin Thr Val Gin Cys Asn Cys Ser Leu Arg Gly 
180 185 190 



Cys Glu Cys His Val Pro Val Pro Arg Ala Lys Leu Asn Tyr Ala Leu 
195 200 205 



Leu Met Tyr Leu Glu lie Thr Ser Ala Gly Val Ser Phe Gin Ser Pro 
210 215 220 



Leu Met Ser Leu Gin Pro Met Leu Val Val Lys Pro Asp Pro Pro Leu 
225 230 235 240 



Gly Leu His Met Glu Val Thr Asp Asp Gly Asn Leu Lys lie Ser Trp 
245 250 255 



Asp Ser Gin Thr Met Ala Pro Phe Pro Leu Gin Tyr Gin Val Lys Tyr 
260 265 270 



Leu Glu Asn Ser Thr He Val Arg Glu Ala Ala Glu He Val Ser Ala 
275 280 285 



Thr Ser Leu Leu Val Asp Ser Val Leu Pro Gly Ser Ser Tyr Glu Val 
290 295 300 



Gin Val Arg Ser Lys Arg Leu Asp Gly Ser Gly Val Trp Ser Asp Trp 
305 310 315 320 



Ser Ser Pro Gin Val Phe Thr Thr Gin Asp Val Val Tyr Phe Pro Pro 
325 330 335 
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Lys lie Leu Thr Ser Val Gly Ser Asn Ala Ser Phe His Cys lie Tyr 
340 345 350 



Lys Asn Glu Asn Gin lie lie Ser Ser Lys Gin lie Val Trp Trp Arg 
355 360 365 



Asn Leu Ala Glu Lys lie Pro Glu lie Gin Tyr Ser lie Val Ser Asp 
370 375 380 



Arg Val Ser Lys Val Thr Phe Ser Asn Leu Lys Ala Thr Arg Pro Arg 
385 390 395 400 



Gly Lys Phe Thr Tyr Asp Ala Val Tyr Cys Cys Asn Glu Gin Ala Cys 
405 410 415 



His His Arg Tyr Ala Glu Leu Tyr Val lie Asp Val Asn lie Asn lie 
420 425 430 



Ser Cys Glu Thr Asp Gly Tyr Leu Thr Lys Met Thr Cys Arg Trp Ser 
435 440 445 



Pro Ser Thr lie Gin Ser Leu Val Gly Ser Thr Val Gin Leu Arg Tyr 
450 455 460 



His Arg Arg Ser Leu Tyr Cys Pro Asp Ser Pro Ser lie His Pro Thr 
465 470 475 480 



Ser Glu Pro Lys Asn Cys Val Leu Gin Arg Asp Gly Phe Tyr Glu Cys 
485 490 495 



Val Phe Gin Pro lie Phe Leu Leu Ser Gly Tyr Thr Met Trp lie Arg 
500 505 510 



lie Asn His Ser Leu Gly Ser Leu Asp Ser Pro Pro Thr Cys Val Leu 
515 520 525 



Pro Asp Ser Val Val Lys Pro Leu Pro Pro Ser Asn Val Lys Ala Glu 
530 535 540 



lie Thr Val Asn Thr Gly Leu Leu Lys Val Ser Trp Glu Lys Pro Val 
545 550 555 560 
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Phe Pro Glu Asn Asn Leu Gin Phe Gin lie Arg Tyr Gly Leu Ser Gly 
565 570 575 



Lys Glu lie Gin Trp Lys Thr His Glu Val Phe Asp Ala Lys Ser Lys 
580 585 590 



Ser Ala Ser Leu Leu Val Ser Asp Leu Cys Ala Val Tyr Val Val Gin 
595 600 605 



Val Arg Cys Arg Arg Leu Asp Gly Leu Gly Tyr Trp Ser Asn Trp Ser 
610 615 620 



Ser Pro Ala Tyr Thr Leu Val Met Asp Val Lys Val Pro Met Arg Gly 
625 630 635 640 



Pro Glu Phe Trp Arg Lys Met Asp Gly Asp Val Thr Lys Lys Glu Arg 
645 650 655 



Asn Val Thr Leu Leu Trp Lys Pro Leu Thr Lys Asn Asp Ser Leu Cys 
660 665 670 



Ser Val Arg Arg Tyr Val Val Lys His Arg Thr Ala His Asn Gly Thr 
675 680 685 



Trp Ser Glu Asp Val Gly Asn Arg Thr Asn Leu Thr Phe Leu Trp Thr 
690 695 700 



Glu Pro Ala His Thr Val Thr Val Leu Ala Val Asn Ser Leu Gly Ala 
705 710 715 720 



Ser Leu Val Asn Phe Asn Leu Thr Phe Ser Trp Pro Met Ser Lys Val 
725 730 735 



Ser Ala Val Glu Ser Leu Ser Ala Tyr Pro Leu Ser Ser Ser Cys Val 
740 745 750 



lie Leu Ser Trp Thr Leu Ser Pro Asp Asp Tyr Ser Leu Leu Tyr Leu 
755 760 765 



Val lie Glu Trp Lys lie Leu Asn Glu Asp Asp Gly Met Lys Trp Leu 
770 775 780 
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Arg lie Pro Ser Asn Val Lys Lys Phe Tyr lie His Asp Asn Phe lie 
785 790 795 800 



Pro lie Glu Lys Tyr Gin Phe Ser Leu Tyr Pro Val Phe Met Glu Gly 
805 810 815 



Val Gly Lys Pro Lys lie lie Asn Gly Phe Thr Lys Asp Ala lie Asp 
820 825 830 



Lys Gin Gin Asn Asp Ala Gly Leu Tyr Val lie Val Pro lie lie lie 
835 840 845 



Ser Ser Cys Val Leu Leu Leu Gly Thr Leu Leu lie Ser His Gin Arg 
850 855 860 



Met Lys Lys Leu Phe Trp Asp Asp Val Pro Asn Pro Lys Asn Cys Ser 
865 870 875 880 



Trp Ala Gin Gly Leu Asn Phe Gin Lys Pro Glu Thr Phe Glu His Leu 
885 890 895 



Phe Thr Lys His Ala Glu Ser Val lie Phe Gly Pro Leu Leu Leu Glu 
900 905 910 



Pro Glu Pro lie Ser Glu Glu lie Ser Val Asp Thr Ala Trp Lys Asn 
915 920 925 



Lys Asp Glu Met Val Pro Ala Ala Met Val Ser Leu Leu Leu Thr Thr 
930 935 940 



Pro Asp Pro Glu Ser Ser Ser lie Cys lie Ser Asp Gin Cys Asn Ser 
945 950 955 960 



Ala Asn Phe Ser Gly Ser Gin Ser Thr Gin Val Thr Cys Glu Asp Glu 
965 970 975 



Cys Gin Arg Gin Pro Ser Val Lys Tyr Ala Thr Leu Val Ser Asn Asp 
980 985 990 



Lys Leu Val Glu Thr Asp Glu Glu Gin Gly Phe lie His Ser Pro Val 
995 1000 1005 



Ser Asn Cys lie Ser Ser Asn His Ser Pro Leu Arg Gin Ser Phe 
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1010 



1015 



1020 



Ser Ser Ser Ser Trp Glu Thr Glu Ala Gin Thr Phe Phe Leu Leu 
1025 1030 1035 



Ser Asp Gin Gin Pro Thr Met lie Ser Pro Gin Leu Ser Phe Ser 
1040 1045 1050 



Gly Leu Asp Glu Leu Leu Glu Leu Glu Gly Ser Phe Pro Glu Glu 
1055 1060 1065 



Asn His Arg Glu Lys Ser Val Cys Tyr Leu Gly Val Thr Ser Val 
1070 1075 1080 



Asn Arg Arg Glu Ser Gly Val Leu Leu Thr Gly Glu Ala Gly lie 
1085 1090 1095 



Leu Cys Thr Phe Pro Ala Gin Cys Leu Phe Ser Asp lie Arg lie 
1100 1105 1110 



Leu Gin Glu Arg Cys Ser His Phe Val Glu Asn Asn Leu Ser Leu 
1115 1120 1125 



Gly Thr Ser Gly Glu Asn Phe Val Pro Tyr Met Pro Gin Phe Gin 
1130 1135 1140 



Thr Cys Ser Thr His Ser His Lys lie Met Glu Asn Lys Met Cys 
1145 1150 1155 



Asp Leu Thr Val Gin Ser His Pro Lys Ser Leu Lys Val Pro Phe 
1160 1165 1170 



Gin 



<210> 15 

<211> 4067 

<212> DNA 

<213> Bos taurus 

<400> 15 

gaattcacgg ttccatgact ttggagtttc agacatcctg agtgaacacg gtaggctgag 
agtgtatgtg ctctctctgg ccttcaggtc tttgtaccag ctgctctctt ggccacttat 
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ggcaaccact 


tgtattcttc 


caagacctcc 


ccttcgcctt 


caatacccag 


ctcaggcgac 


180 


acctcttctc 


agggaggcca 


ctttgtaatc 


ctgcaatatc 


ttgtccttct 


tgcagagctc 


240 


tttcttaaaa 


aaaaaaaaaa 


aatatatata 


tatatatata 


taatttattt 


ttaattgaag 


300 


ggtaattgct 


ttacaatatt 


gtgttggttt 


cagccatact 


tgcagagctc 


tttcctcctg 


360 


tactgctacg 


gcctgtttac 


tatctcccct 


attaaactgg 


aaacactttg 


agagtaaaaa 


420 


aacatccgtt 


gttcactgtg 


gcatccttgg 


tgcccagcac 


tgcgtctgat 


tatcagacct 


480 


tctgtaagtg 


cccgtcggag 


tcaggctccc 


aatgggagag 


aaaggaagca 


ataaagccag 


540 


tggtaaatgc 


catcacggag 


gtatcagtgc 


gctgctgtga 


gagagtaatg 


aagaggacag 


600 


tcacataaac 


tctaataata 


gggtagtaat 


agagaacctt 


tcacaactcc 


tttaaagctc 


660 


tttcacgcac 


attatctaat 


ttgatcctca 


taaaaccctg 


gagataggta 


cattgtgggg 


720 


gatacagggg 


gagtttttag 


cggttatggg 


atatgcctgc 


agtcgtacag 


ctattaaatg 


780 


tctggattca 


aaccagacct 


tgaaagcccg 


ccgtccaccc 


gctcgtgccc 


tggctcactg 


840 


ctgcgtggtc 


tacagcacac 


ctcctgtggt 


tttcttgatt 


ccgccgcacc 


tctccccagg 


900 


gagtgccttt 


cattactgtc 


atttctagac 


aatgaattgt 


ctttgaggag 


atgatagcca 


960 


tggcagacag 


caaatctcgt 


tgttatccgc 


atctgaagac 


gtggatgcgg 


gtggtaacgg 


1020 


agcacgtggg 


tgttctcgga 


gatcgacgat 


gtgccacgtg 


tggtttcttc 


tgttttcagg 


1080 


ccccagaagc 


ccatcccggg 


aaggaaaatg 


cgctgtggac 


ccctgtatcg 


attcctgtgg 


1140 


ctttggccct 


atctgtctta 


cgtggaggct 


gtgcccatcc 


gcaaggtcca 


ggatgacacc 


1200 


aaaaccctca 


tcaagacaat 


tgtcaccagg 


atcaatgaca 


tctcacacac 


ggtagggagg 


1260 


gactgggaga 


cgaggtagaa 


ccgtggccat 


cccgtggggg 


accccagagg 


ctggcggagg 


1320 


aggctgtgca 


gccttgcaca 


ggccccagtg 


gcctggacgc 


ccccctggca 


taaagacagc 


1380 


tcctctcctc 


ctctacttcc 


cttgcctcct 


gccttctcac 


tctcctccct 


cccagaccgg 


1440 


aatcctagtg 


cccaggccca 


gaaggagtca 


cagaggtcct 


ggggtcccct 


tggcaggtgg 


1500 


ccagaacccc 


agcagcagtc 


cctctgggcc 


tccatctcat 


ttctagaatg 


ttttagtcgt 


1560 


taggcattct 


tcctgcctgg 


taactgagct 


tagaccctgc 


gagctcatta 


ctcattactg 


1620 


ccagccctgc 


ctgtcaagcc 


ctcttcagat 


acaaccctct 


gtgtttttgt 


aaatagttat 


1680 


cagtgtctct 


tggggcattt 


tttctgaggt 


ccataagctc 


agacctgcaa 


ccatagatga 


1740 


ggtctgtatt 


tagaatgagg 


gagatgtctg 


taaagtctta 


agctagtcag 


gttccacaag 


1800 


gtttttaaac 


tccagtttcc 


tcatctagaa 


aatgaaagtg 


ggaaagtgtt 


agttgctcag 


1860 




tcatgtccaa 


ctctttgaga 


ccccatgaac 


tgtagtctac 


caggctcctc 


tgtccatgaa 


1920 


attcttcagg 


caagaatact 


ggagtggctt 


gttattttct 


tctcccaaca 


agatcttccc 


1980 


aacccaggga 


ttgaacctgg 


gtcttctaaa 


ttgcaggcag 


attctttacc 


gtctgagcca 


2040 


ccagggaaac 


ccataagacc 


ttgtgaagac 


tattaagata 


gtcatctaga 


caacaagact 


2100 


atcttaatag 


tcttcataag 


gtcttcatga 


gactaaatta 


gataaagcaa 


gtgaccctcc 


2160 


ctgaataccc 


ttgcagaacc 


agaactgtgt 


gtgccctctt 


tcaaggtttt 


cagtcatgac 


2220 


ttttgatagc 


ttcccacctt 


aaaagccaac 


ttgctcacct 


gcgtggagca 


atctggagac 


2280 


ttccacatct 


cctgaccact 


ctatatttct 


aacagtggct 


ttgggaagcc 


agagagcagt 


2340 


taggtagcca 


gaagcgggga 


cagatcagaa 


atagacagtg 


tctgcatttc 


ctagagaaaa 


2400 


gcccttaaat 


tcattgcttt 


caaaacagtc 


attcagcaag 


ctgtacacaa 


tagacccaga 


2460 


gtgccccaac 


ctgtgtggtg 


ccgggattga 


ttgctgtggg 


tggcggagag 


gggagagccc 


2520 


ctctggtaac 


cagggttact 


tgagcagagc 


agtgagctgg 


ggcatcgctg 


gggtaatggc 


2580 


ctgaatccct 


tagggggtga 


gacttcctgg 


agaatctgac 


tgtgagggag 


gagtctgctt 


2640 


ggggtggaag 


agttggggac 


ggggaatgta 


cggaagacct 


caatgcctgg 


ggaagaaact 


2700 


caagcaggaa 


atagggagtc 


atggctggtt 


ctatagcaga 


gtcatttgga 


aaagggaaca 


2760 


gcctgcaaag 


gctggtctgg 


aggcaaaggg 


cagggtggtt 


tgggaagggc 


agaaagatag 


2820 


gagcccagga 


gaccagcttg 


gaaacatggt 


ggtcacgtgg 


gcacaagaag 


taagggccca 


2880 


gggaggatgg 


tgtggaagcg 


ggggaggaag 


cacctctacg 


ctctagggaa 


aggcggagtc 


2940 


aggggagctc 


tgaggagctg 


ccctctctcc 


cactgagctc 


ttgctctccc 


cttcctcctg 


3000 


catagcagtc 


cgtctcctcc 


aaacagaggg 


tcactggttt 


ggacttcatc 


cctgggctcc 


3060 


accctctcct 


gagtttgtcc 


aagatggacc 


agacattggc 


gatctaccaa 


cagatcctca 


3120 


ccagtctgcc 


ttccagaaat 


gtggtccaaa 


tatccaatga 


cctggagaac 


ctccgggacc 


3180 


ttctccacct 


gctggccgcc 


tccaagagct 


gccccttgcc 


gcaggtcagg 


gccctggaga 


3240 


gcttggagag 


cttgggcgtt 


gtcctggaag 


cttccctcta 


ctccaccgag 


gtggtggccc 


3300 


tgagccggct 


gcaggggtca 


ctacaggaca 


tgttgcggca 


gctggacctc 


agtcccgggt 


3360 


gctgaagcct 


tgaaggcctc 


tcttcccaaa 


gtccagggaa 


gaaacctgag 


cttctggctg 


3420 


tccacaggag 


aagagagcct 


atgtgggcat 


cctttatgca 


ggccagcggg 


ccatttctct 


3480 


ctcgctcctc 


tcagctgctc 


ttccaaaggc 


agaaaactgc 


gaggcaggaa 


accaaagata 


3540 
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taaatacaga ttccacgccc accgggaagg ggggcccatc cagcaaacac tagaccggag 3600 

ctgggatttt cacagcagtc ttcctccctg ttccagctcc ctctcactgc atgcttcagc 3660 

gtgacctggg gtgatttcag agcctttgga ccatcaagca agattccctc tgagaatcca 372 0 

gggagcatca tgaaggctac agcacataca gctggatatt cccacacaac atacgatgga 3780 

agcatttatt tatttattat gcattttatt ctgaatgaat ttgaagcaaa acaccagctt 3840 

ttccaggctc tttggggtca gctggggtga ggaacgctcc tggggtgccc atcgacaggc 3900 

ctcactgagg caaacccatt ttgagtgact tgaggcctct caagtttgtt ctccagggac 3 960 

tggctttgtt tctactgtga ctgactttaa attacagtgt ttgcaatggc attgctctga 4020 

atggatctcg aaggaccaag ttgttttaaa aagaagaaga tgaattc 4067 



<210> 16 

<211> 167 

<212> PRT 

<213> Bos taurus 

<400> 16 

Met Arg Cys Gly Pro Leu Tyr Arg Phe Leu Trp Leu Trp Pro Tyr Leu 
15 10 15 



Ser Tyr Val Glu Ala Val Pro lie Arg Lys Val Gin Asp Asp Thr Lys 
20 25 30 



Thr Leu lie Lys Thr lie Val Thr Arg lie Asn Asp lie Ser His Thr 
35 40 45 



Gin Ser Val Ser Ser Lys Gin Arg Val Thr Gly Leu Asp Phe lie Pro 
50 55 60 



Gly Leu His Pro Leu Leu Ser Leu Ser Lys Met Asp Gin Thr Leu Ala 
65 70 75 80 



lie Tyr Gin Gin lie Leu Thr Ser Leu Pro Ser Arg Asn Val Val Gin 
85 90 95 



lie Ser Asn Asp Leu Glu Asn Leu Arg Asp Leu Leu His Leu Leu Ala 
100 105 110 



Ala Ser Lys Ser Cys Pro Leu Pro Gin Val Arg Ala Leu Glu Ser Leu 
115 120 125 
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Glu Ser Leu 
130 



Gly Val Val Leu Glu Ala Ser Leu Tyr Ser Thr Glu Val 
135 140 



Val Ala Leu Ser Arg Leu Gin Gly Ser Leu Gin Asp Met Leu Arg Gin 
145 150 155 160 



Leu Asp Leu Ser Pro Gly Cys 
165 



<210> 17 

<211> 18 

<212> PRT 

<213> Homo sapiens 

<400> 17 

Cys Ser Thr Gin Thr His Lys lie Met Glu Asn Lys Met Cys Asp Leu 
15 10 15 



Thr Val 



<210> 18 

<211> 17 

<212> PRT 

<213> Homo sapiens 

<400> 18 

Lys Leu Glu Gly Asn Phe Pro Glu Glu Asn Asn Asp Lys Lys Ser lie 
15 10 15 



Tyr 



<210> 19 

<211> 17 

<212> PRT 

<213> Homo sapiens 

<400> 19 

lie Thr Asp Asp Gly Asn Leu Lys lie Ser Trp Ser Ser Pro Pro Leu 
15 10 15 



Val 
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<210> 20 

<211> 15 

<212> PRT 

<213> Homo sapiens 

<400> 20 

Cys Ser Asp lie Pro Ser lie His Pro lie Ser Glu Pro Lys Asp 
15 10 15 



<210> 21 

<211> 15 

<212> PRT 

<213> Homo sapiens 

<400> 21 

Cys Val lie Val Ser Trp lie Leu Ser Pro Ser Asp Tyr Lys Leu 
15 10 15 
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